Aim: Infective endocarditis (IE) is a major complication of Staphylococcus (S.) aureus infection 32 in humans particularly those with bacteremia. Although Staphylococcus species are commensal 33 on or in different parts of the human body, it is also known to be a serious pathogen causing 34 bacteremia and sepsis that could lead to IE. Therefore, our aim was to assess the prevalence as 35 well as phenotypic and genotypic association of the Staphylococcal superantigens (SAgs) among 36 bacteremic and IE patients.
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142°C for 5 min, followed by 35 cycles of denaturation at 95°C for 2 min, annealing at 50°C for 2 143 min, extension at 72°C for 1 min, followed by final extension at 72°C for 7 min. The PCR 144 products was analyzed using 0.8% agarose gel electrophoresis and verified by DNA sequencing 145 [26] 146 We studied correlation between the ELISA results among staphylococcus isolates in association 236 with the respective genes detected. As shown in table 6, isolates with (sea) gene showed = 0.005, Effect size = 1.215). There was no statistically significant difference between ELISA 239 results in isolates with and without (seb and tsst1) genes (P value = 0.978, Effect size = 0.010) 240 and (P value = 0.940, Effect size = 0.028), respectively. As regards to sed gene, no statistical 241 comparison was performed because there was only one isolate harbored this gene. 
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